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□ 1: AF0S2135 . Homo sapiens clon...[gi: 3360444] 
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AF052135 1462 bp rnRNA 

Homo sapiens clone 23625 rnRNA sequence. 
AF052135 

AF052135.1 GI:3360444 
FLI_CDNA. 

Homo sapiens (human) 

Homo sapiens , 
Eukaryota,- Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini ; Hominidae; Homo. 
1 (bases 1 to 1462) 

Andersson, B. , Wentland, M.A. , Ricafrente, J. Y. , Liu,W. and Gibbs,R.A. 
A 'double adaptor' method for improved shotgun library construction 
Anal. Biochem. 236 (1), 107-113 (1996) 

96207227 

8619474 



2 (bases 1 to 1462) 

Yu,W., Andersson, B. , Worley, K.C., Muzny,D.M., Ding,Y., Liu,W. 
Ricafrente, J. Y. , Wentland, M .A. , Lennon,G. and Gibbs,R.A. 
Large-scale concatenation cDNA sequencing 
Genome Res. 7 (4), 353-358 (1997) 

97264341 

9110174 



ORIGIN 



3 (bases 1 to 1462) 
Yu,W., Sarginson,J. and Gibbs,R.A. 
Direct Submission. 

Submitted (05-MAR-1998) Molecular and Human Genetics, Baylor 
College of Medicine, One Baylor Plaza S930, Houston, TX 77030, USA 
Loca t ion /Qua 1 i f i er s 
1. .1462 

/ organ ism= "Homo sapiens" 
/mol_type= " rnRNA " 
/db_xr ef = " t axon : 9 6 06 11 

/clone="I .M.A.G.E . Consortium clone ID 23625" 
/sex="f emale" 
/tissue_type= "brain" 
/clone_lib= M lNIB n 
/dev_stage=" infant" 

1 gctgcatccc ctttttggaa ttgctcaapc aggtggtaac cggcgccgct tcctggcctt 

61 gggaggtggt tcctttctta acccacaaga acctctccca agagaacttg gtcctgatgt 

121 ctgaccatgg agatgtgagc ctcccgcccg aagaccgggt gagggctctc tcccagctgg 

181 gtagtgcggt agaggtgaat gaagacattc caccccgtcg gtacttccgc tctggagttg 

241 agattatccg aatggcatcc atttactctg aggaaggcaa cattgaacat gccttcatcc 

3 01 tctataacaa gtatatcacg ctctttattg agaaactacc aaaacatcga gattacaaat 

361 ctgctgtcat tcctgaaaag aaagacacag taaagaaatt aaaggagatt gcatttccca 

421 aagcagaaga gctgaaggca gagctgttaa aacgatatac caaagaatat acagaatata 

481 atgaagaaaa gaagaaggaa gcagaggaat tggcccggaa catggccatc cagcaagagc 

541 tggaaaagga aaaacagagg gtagcacaac agaagcagca gcaattggaa caggaacagt 

601 tccatgcctt cgaggagatg atccggaacc aggagctaga aaaagagcga ctgaaaattg 

661 tacaggagtt tgggaaggta gaccctggcc taggtggccc gctagtgcct gacttggaga 

721 agccctcctt agatgtgttc cccaccttaa cagtctcatc catacagcct tcagactgtc 

781 acacaactgt aaggccagct aagccacctg tggtggacag gtccttgaaa cctggagcac 
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841 tgagcaactc agaaagtatt cccacaatcg 

901 ggctgtgccc acagtttctc cagttagcca 

961 gtggaattct ctgtggaaaa ctgatgagga 

1021 ccaagcaaag tgctgggtct gattactgca 

1081 tacaggatca gcagggcctc atcacactgg 

1141 cgtttctctc cagtgtcgac ctacacactc 

1201 cagtagccat tgtttgctcc cccaagttcc 

1261 atggactaga ggagatttct tcctgtcgcc 

1321 cacctctgtt ctgtagctgc agccacgtga 

1381 accttcgatg agcgtttgag tccaacacct 

1441 tgtagcccct taatttaagc tt 



atggattgcg ccatgtggtg gtgcctgggc 
gtgccaacac tgcccgggga gtggagacat 
atgaatttac cattacccat gttctcatcc 
acacagagaa cgaagaagaa cttttcctca 
gctggattca tactcacccc acacagaccg 
actgctctta ccagatgatg ttgccagagt 
aggaaactgg attctttaaa ctaactgacc 
agaaaggatt tcatccacac agcaaggatc 
ctgttgtgga cagagcagtg accatcacag 
tccaagaaca acaaaaccat atcagtgtac 
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